Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.091; data-to-parameter ratio = 8.5.
In the molecule of the title compound, C 15 H 19 NO 2 , the sixmembered dihydropyridinone ring assumes a screw-boat conformation. In the crystal structure, molecules are linked via O-HÁ Á ÁO hydrogen bonding between hydroxy and carbonyl groups, forming supramolecular chains along the a axis.
Related literature
For the synthesis and bioactivity of novel bis-(À)-nor-meptazinols, see Xie et al. (2008) . 
Experimental

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: none 6713 measured reflections 1397 independent reflections 1280 reflections with I > 2(I) R int = 0.054 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.091 S = 1.06 1397 reflections 165 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z.
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
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